
[bookmark: _Hlk101461460]Supplementary Table 1. SiRNA target sequences
	Target
	Primers
	Sequences  (5′→3′)

	siGNPNAT1-1#
	Forward
	AGUGAUGAAUGCAGAGGAATT

	
	Reverse
	UUCCUCUGCAUUCAUCACUTT

	siGNPNAT1-2#
	Forward
	CUGAACUGUUACAAGAUUATT

	
	Reverse
	UAAUCUUGUAACAGUUCAGTT

	siGNPNAT1-3#
	Forward
	UCGGAGGUUUCUAAAGUAATT

	
	Reverse
	UUACUUUAGAAACCUCCGATT






Supplementary Table 2. Primers used for the qPCR reaction
	Target
	Species
	Primers
	Sequences (5′→3′)

	GNPNAT1
	Human
	Forward
	ACTCCTATGTTTGACCCAAGTCT

	
	
	Reverse
	TCTGTTAGCTGACCCAATACCT

	GAPDH
	Human
	Forward
	ACAACTTTGGTATCGTGGAAGG

	
	
	Reverse
	GCCATCACGCCACAGTTTC
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Supplementary Fig. 1. Top 30 drug sensitivity correlations (CTRP ).  
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Supplementary Fig. 2. Top 30 drug sensitivity correlations (GDSC ). 



[image: ]Supplementary Fig. 3. Differential expression of GNPNAT1 in paired samples.
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Supplementary Fig. 4. Kaplan-Meier survival analysis for the association between the expression of GNPNAT1 and OS of pan-cancer.
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Supplementary Fig. 5. Kaplan-Meier survival analysis for the association between the expression of GNPNAT1 and DSS of pan-cancer.
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Supplementary Fig. 6. Kaplan-Meier survival analysis for the association between the expression of GNPNAT1 and DFI of pan-cancer.
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Supplementary Fig. 7. Kaplan-Meier survival analysis for the association between the expression of GNPNAT1 and PFI of pan-cancer.

[image: 补充图7.免疫细胞]
Supplementary Fig. 8. Immune cell infiltration analyses. (A) Association between GNPNAT1 and infiltration level of dendritic cells. (B) Association between GNPNAT1 and infiltration level of CD4+ T cells. (C) Association between GNPNAT1 and infiltration level of monocytes. (D) Association between GNPNAT1 and infiltration level of NK cells. (E) Association between GNPNAT1 and infiltration level of CD8+ T cells. (F) Association between GNPNAT1 and infiltration level of B cells.
 [image: 补充图8.免疫细胞2]


Supplementary Fig. 9. Immune cell infiltration analyses. (A) Association between GNPNAT1 and infiltration level of T regulatory cells. (B) Association between GNPNAT1 and infiltration level of macrophages. (C) Association between GNPNAT1 and infiltration level of neutrophils.




[image: 补充图TISMO2-]
Supplementary Fig. 10. GNPNAT1 expression in tumor tissues of mouse models before and after immunization therapy. (*p <0.05; ** p <0.01; *** p <0.001)
[image: 补充图细胞因子]

Supplementary Fig. 11. GNPNAT1 expression in tumor tissues of mouse models before and after cytokine therapy.  (*p <0.05; ** p <0.01; *** p <0.001)
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[bookmark: _GoBack]Supplementary Fig. 12. GNPNAT1 expression regulation of drug sensitivity. Drug sensitivity analysis based on CTRP datasets, showing the top 30 drugs correlated with GNPNAT1 expression. 
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